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Research

Our laboratory studies basic aspects of bacterio-
phage growth with emphasis on phage interactions
with their bacterial hosts, and particularly, the
recently identified bacterial defense system, the
CRISPR. Our ultimate objective is to identify novel
phage products and strategies that will assist in
overcoming drug resistant pathogens.

We combine genetic and biochemical approaches
to identify and characterize interactions of phage
proteins with other phage or host proteins. Specifically,
we employ the T7 phage and its Escherichia coli host
as models. We use high throughput screening
systems, transposon mutagenesis, tandem affinity
purification, mass spectrometry, and classical as
well as modern bacterial genetic methods to identify
and characterize these viral-host interactions.
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