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Research 
The research in my laboratory is focused on 
understanding the genetic bases of host response to 
infections and chronic diseases, which are important 
for human health. My team uses mouse model for 
speeding up the process of identifying such genes, 
which may involved of making some people resistant 
to a diseases while others are not. After finding the 
genes in mouse, it will be possible to identify the 
homologous genes in human. The product of our 
research can be used in developing new prevention 
and treatment tools for these diseases. 

The main ongoing research projects at his lab are:

Identifying and characterizing genes involved in 
host response to bacterial infection by Klebsiella 
Peumonia. 

Identifying and characterizing genes involved in 
host response to fungal infection by Aspergillus 
Fumigatus (Aspergillosis) 

Identifying and characterizing genes involved in host 
response to bacterial that causes dental infection 
(periodontitis)

Identifying and characterizing genes involved in 
development of type-2 diabetes (T2D) in humans 
as a result of obesity and high fat-diet.

Identifying and characterizing genes involved in host 
immune response to infectious and chronic diseases.

Identifying and characterizing genes involved in 
development of colon cancer. 
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