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Research 
Our laboratory focuses on the analysis of regulation 
of gene expression aimed at understanding human 
disease. Combining high-throughput methods and 
bioinformatics, one aspect of our team’s research 
explores microRNA regulation in order to reach 
a global, systems perspective of the mechanistic 
roles microRNAs play during disease development. 
Among our projects: 

•	 Identification of a microRNA molecule that controls 
several oncogenes. Their discovery is paving 
the way for a potentially revolutionary drug for 
cancer treatment. 

•	 Revealing the influence of microRNAs on 
pharmacogenomics and personalized medicine, 
thus leading to tailored drugs for cancer treatment. 

•	 Exposing pathogens in human tissues based 
on deep sequencing of small RNA molecules 
followed by subtraction and assembly of the 
various genomes. 
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